Abstract: The mechanisms involved in the establishment of the specific immune response against dermatophytes remain unknown. Polymorphonuclear neutrophils (PMNs) are recruited early during the infection process and participate in the elimination of dermatophytes. They could therefore be involved in the induction of the immune response during dermatophytoses by producing specific cytokines. The aim of this work was to assess the in vitro cytokine production by feline PMNs exposed to living arthroconidia from the dermatophyte species Microsporum canis or stimulated with either a secreted or a structural component of M. canis, the latter consisting of heat-killed arthroconidia. The levels of specific cytokines produced by PMNs was determined by capture ELISA and/or quantitative RT-PCR. Results showed that PMNs secrete TNFα, IL-1β and IL-8 following exposure to M. canis living arthroconidia and stimulation with both a secreted component and heat-killed arthroconidia. The level of IL-8 mRNA was also increased in PMNs stimulated with M. canis living arthroconidia. In conclusion, infective M. canis arthroconidia induce the production of pro-inflammatory cytokines by feline PMNs that can be activated either by secreted or structural fungal components. Our results suggest that these granulocytes are involved in the initiation of the immune response against M. canis. We would like to thank you for your consideration of our work as well as for your comments and the opportunity you gave us to submit an amended version of our manuscript. We would like also to thank the reviewers for their critical remarks.
stimulated PMNs, whereas IFNγ secretion was not affected by stimulation (Fig. 1) . The (data not shown).
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Cytokine mRNA levels in PMNs exposed to M. canis living arthroconidia were 175 evaluated by qRT-PCR and compared with those in non-stimulated PMNs (Fig. 2) . In Indeed, in our study, the TNFα mRNA expression increases significantly in PMNs stimulated 232 with LPS (Fig. 4) . Additionally, other studies have reported the regulation of gene expression 
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Data are representative of 3 independent experiments (mean ± SEM). 
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Data are representative of 3 independent experiments (mean ± SEM). Table   Figure 
